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Langebrake et al. (23), Lapillonne et al. (24),
and Hess et al. (25). The FAB classification
scheme is also used for the MDS (26) but in
one specific context, that is, for predicting
progression MDS to AML.

Cancerous cells in the various leukemias,
and cancer cells in the various MDS, can be
distinguished from each other by cytogenetics
and by flow cytometry (27). The cytogenetics
of ALL (28), CLL (29), AML (30), CML (31),
and MDS (32,33), have been reviewed, as cited.

18. HEMATOLOGICAL CANCERS

The nomenclature used for identifying the
cytogenetics of the hematological malignancies
has been standardized, and is periodically
revised (34,35). The standard nomenclature is
the International System for Human Cytogenetic
Nomenclature (ISCN).

Flow cytometry, reviewed by Belov et al.
(36), uses the CD nomenclature. The CD
nomenclature can be used to distinguish
between the various hematological cancers.
“CD” stands for cluster of differentiation
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