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1 INTRODUCTION
2 CRYSTALLIZATION

Background
Formats
Membrane Proteins
Crystallization Factors
Observation and Documentation
Crystallization Formulation Screens
Cryopreservation for Cryocrystallography
Crystal-Based Drug Discovery
Derivatization for Anomalous Diffraction Experiments
Crystallization Data Sources
Protein Crystallization Demonstration Experiment

3 X-RAY DIFFRACTION EXPERIMENT
Diffraction Theory
X-ray Diffraction by Macromolecule Crystals
Fourier Synthesis in X-ray Crystallography
Bragg’s Law and the Angular Dependence of X-ray Diffraction
Electron Clouds and Thermal Motion
X-ray Diffraction Data Collection in Practice
Home Laboratory Diffraction Data Collection
Synchrotron Diffraction Data Collection

4 X-RAY CRYSTAL STRUCTURE DETERMINATION
Phase Problem
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