
Table 13.1 CYP binding and CYP3A inhibition by analogs of ritonavir.19

Compound Structure CYP bindinga [nA (nmol CYP)–1] CYP3A inhibitionb: IC50 (mM)
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anA is a measure of the extent of binding to CYP. Microsomes were used without differentiation of CYP subtypes.
bInhibition of terfenadine hydroxylase (primarily CYP3A4/5) activity in human liver microsomes.
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